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312-03631 Cap Site cDNA™, Human Heart 1set 90,000
319-03641 Cap Site cDNA™, Human Hippocampus 1set 90,000
313-03661 Cap Site cDNA™, Human Kidney 1set 90,000
318-03591 Cap Site cDNA™, Human Liver 1set 90,000
310-03431 Cap Site cDNA™, Human Placenta 1set 90,000
310-03671 Cap Site cDNA™, Human Spleen 1set 90,000
317-03441 Cap Site cDNA™, Human Testis 1set 90,000
317-03681 Cap Site cDNA™, Human Thymus 1set 90,000
314-03691 Cap Site cDNA™, Mouse Brain 1set 90,000
315-03741 Cap Site cDNA™, Mouse Embryo(16days) 1set 90,000
317-03701 Cap Site cDNA™, Mouse Heart 1set 90,000
311-03601 Cap Site cDNA™, Mouse Intestine 1set 90,000
314-03451 Cap Site cDNA™, Mouse Kidney 1set 90,000
318-03611 Cap Site cDNA™, Mouse Liver 1set 90,000
315-03621 Cap Site cDNA™, Mouse Lung 1set 90,000
314-03571 Cap Site cDNA™, Mouse Spleen 1set 90,000
311-03461 Cap Site cDNA™, Mouse Testis 1set 90,000
316-03651 Cap Site cDNA™, Mouse Thymus 1set 90,000
314-03711 Cap Site cDNA™, Rat Brain 1set 90,000
312-03751 Cap Site cDNA™, Rat Embryo (18days) 1set 90,000
319-03761 Cap Site cDNA™, Rat Kidney 1set 90,000
316-03771 Cap Site cDNA™, Rat Liver 1set 90,000
310-03791 Cap Site cDNA™, Rat Lung 1set 90,000
313-03801 Cap Site cDNA™, Rat Ovary 1set 90,000
310-03811 Cap Site cDNA™, Rat Pancreas 1set 90,000
317-03821 Cap Site cDNA™, Rat Skeletal Muscle 1set 90,000
314-03831 Cap Site cDNA™, Rat Small Intestine 1set 90,000
311-03721 Cap Site cDNA™, Rat Spleen 1set 90,000
311-03841 Cap Site cDNA™, Rat Stomach 1set 90,000
313-03781 Cap Site cDNA™, Rat Testis 1set 90,000
318-03731 Cap Site cDNA™, Rat Thymus 1set 90,000
318-03471 Cap Site cDNA™, Rice Shoot(L16D8"*) 1set 90,000
315-03481 Cap Site cDNA™, Rice Shoot(Dark"?) 1set 90,000

10 L16D8 : for 7days in 16hr. light and 8hr. darkness per day
20 Dark : for 7days in complete darkness
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160-18401 Imlx 5A 250000 167-18411 Imlx 5A 20,0000 000OOoOTPNOOOO0O000
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164-18421 Imlx 5A 25,0000
ooodoogod goodooooooo )
oooooon goooood
gooon goood
50¢g/ml0000000 EPNJ00O00000000000000000
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159-01961 1mlx 5A 10,0000 0 1mg/m00 0000
MO000000MO0MO0000000
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goood

00000000000000000000000000000000000000000000000000000
000000000000000000006000000000000000000000000OOOOOOOOO
00 HPLCOOOOOOOOOOOOOOO0O000000000000000000O000000000000
00000000000000000000000000000 AddadO0000000000000000 (MMPB)
00000000000Y0000000000000Addad000000000000000 2-Methyl-3-methoxy-
4-phenylbutyric Acid (MMPB 0000 0000000000000 00000000000000
00000000000000000000000 MMPBOOOO GC-MSOOOOOO MMPB-ds000000

oo oo gooone oooooooo MMPB
00 (HPLC)...coveeene. 97.00 0O @ o

afa)ulalals KMnO + NaiOs HOOC&A©
1) Sano, T., Nohara, K., Shiraishi, F. and o

Kaya, K. :Intern. J. Environ. Anal.

Chem, 49, 163 (1992). Adda : 3?Amino—(;?r;ethoxy—2,6,8—trimethyl—lO—phenyIdeca—4,6—dienoic Acid
000 No. oooooo oogd ooooomOod
130-12881 | erythro-2-Methyl-3-(methoxy-ds)-4-phenylbutyric Acid Sodium Salt Standard (MMPB-ds Sodium Salt) 1mg 45,000
133-12871 | erythro-2-Methyl-3-methoxy-4-phenylbutyric Acid Sodium Salt Standard (MMPB Sodium Salt) 1mg 40,000

0000 erythroD OO0 (2R3S)0 0 (2S3R) 00000000

000 No. O O o 0O ooooomoo
300-05191 000000 O0O0000o0oO0g ELISADOO 9600 75,000
000 No. O 0 00 (HPLC) oono o O ooooomoao
136-12241 Microcystin LR 95.0% O O oooo 25019 15,000
133-12251 Microcystin RR 95.0% 0 O oooo 25019 15,000
132-12841 Microcystin YR 95.0% O O gooo 1009 15,000
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00000000000o 10000

O0DO00OoOooDNPHOO
0000000000000 Tablel. Limit of detection
DNPHO OO OOO00 00 (as aldehyde and ketone)
Formaldehyde 12.3pg
goooooooooboood
Acetaldehyde 18.5pg
ggooogooooooon
00000 DNPHOOOOO Acetone 32.6pg
OoooOo0o00oo0ooon Propionaldehyde 35.8pg
oo00ooooooooooo Isobutyraldehyde 82.0pg
HPLCOOOOOOOOooOo Butyraldehyde 82.0pg
oobooooo 100000 Isovaleraldehyde 89.0pg
voodoudbbudodd Valeraldehyde 108.2pg
ggddoodooooooogd
OoS50ngmUOooooono

gooooobobobooooo

goooon

ooooooogoo

HPLC Conditions
Column : Wakosil- I 5C18RS
Column size : 4.6mm¢ x 250mm
HPLC system : Shimadzu LC-6A
Eluent : CHsCN/H20=60/40(v/v)
Flow rate : 1.0m{/min at 400
Detector : UV 360nm, 0.04Aufs

Inj. Vol. : 10l each 0.75pg/m(

(as aldehyde, ketone)
-2,4-DNPH/ 1.Formaldehyde,
2. Acetaldehyde, 3. Acetone,
4 4. Propionaldehyde, 5. Iso -
3 butyraldehyde, 6. n-Butyrald-

Sample :

orn

ehyde, 7. Isovaleraldehyde
78 8. n-Valeraldehyde

goboobsOOO0OOoO0O0OO0D0OO0OO DNPH-
00 n-O00000O00DO00O DNPH-ODOO
00 000000000000000

JOODNPH-OOOOODOOODOO
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© GC/MS(TIC)ODOOODDOO
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— @ Propyzamide @ Anthracene
0ooooo . .
O 0 10m 800000 (® N,N-Bis(1-methyl)-benzamide
o) 7000000 @y -Chlordane ® Lenacil
nooooooooooo o 50000 % Bis(2-ethylhexyl)Phthalate
5800000 Terpenes
—000000500g00 o o
IJg g%ggg 5500000
5000000
Y -ooooo 10ugEI O zggggg 5000000
4400000
Oooooooooooo om0 goooo 4500000 goooo
3800000 4000000
— 0000100 a0
3200000 3500000
3000000
KDO 0 0t i e
gg%gég 2500000
Fr 2000000
1600000
GCIMS (TIC) oo - o
1000000 1000000
000D000000000000000000 G 50000 l J_LL&
400000
0000000o0o0oooooooooon y-00 2000004, L _' o .
oooooooooooooooon Time — 500 1000 1500 2000 2500 30.00 3500 40.00 4500 50.00 Time — 500 1000 1500 20.00 2500 30.00 3500 40.00 4500 50.00

0000000000000000000000000nn0000000000000000O00000O0

gooogo 0000000000 00000000000000000000000000000000000000
000000000000000000000000000000000

000 No O O O O O O goooomoo
167-19251 2% Potassium Hydroxide-impregnated Silica Gel 0ooooooooo 1009 17,000
197-11611 10% Silver Nitrate-impregnated Silica Gel oooooooooo 1009 17,000
191-11631 44% Sulfuric Acid-impregnated Silica Gel oooooooooo 1009 17,000
194-11621 22% Sulfuric Acid-impregnated Silica Gel goooocooooo 1009 17,000

gooooo
000 No O O O O O O goooomoo
;ggjﬁg Toluene 0000000000 éﬁ gzggg
083-07391 Hexane (n-00) goooocooooo 10 3,500
gji:zggg Dichloromethane 000ooo0o0oo éﬁ 11',2?)?)
019-11941 Active Carbon-impregnated Silicagel ooooooooo 10g 16,800
197-07485 Sodium Sulfate PCEIOOOODOODODOD 5009 3,400
230-00261 Wakogel® S-1(for determination of PCB) ooooooocooao 2509 10,500
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00000000000®000000
0O000JdO0oDooHdHPLCOUOOOOO
gooooooooood
gooooooon
Eluent O n-Hexane/CHCN=D[
Flow RatedJ 2.0m/min0 at 337
Detectiond UV254nnid 0.08AUFS
Sample 0O 1)Toluene
2)Dimethyl Phthalate
1)/ 2)i-Hexane=1/1/48(VIVIV)
Injection Volume [0 20x(

ogoooooon
0000o000O0oooo®ooooon
00000000 HdHPLCOOOOOO
godoooooooooo
oooooooo
Eluent O n-Hexane/CHCN=11[J
Flow Rated 2.0m)/mind at 351
Detectiond UV254nn 0.08AUFS
Sample 0O Dimethyl Phthalate/
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Injection Volume [0 20u(
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000 NoO 0 O 0o o 0o o goooomoon
294-31851 Presep®-C Silica Gel 00o0ooo 100x0 25,000
290-31951 Presep®-C Florisil® oooooo 100x0 25,000
292-32251 Presep®-C C18 (ODS) oopoooo 100x0 25,000
296-32151 Presep®-C Na2SO4 0ooooo 100x0 25,000
oooooo
Juodopooooogdoodg
00O Nod ] | o o0 o o0 goooomoo
291-26851 Presep®-Agri ooooooo 500 38,000
gooooo@oooooogoooooo-0ooo0ooo0oOooOoooODWoooOOoOooooOobOo0oOoO00DO00DDOO0U0ODOO0ODODODUOOO0O0ODOODOO
ooooooa
Informatlon

000000000 o

0000000 ooooog

STRATEGIC DIAGNOSTICS INC.

DIOXIN RIS®TEST

DIOXINRIS® TESTO OO OO

O00O0O0OUOOOOEIADDODODOOO0 OoOoOoooOoOO

2,3,7,8-TCDDO OO0 OOOoOOO Ooooobooooobooooon

00ooooooon oooo 100
oooo 0Oo0o0o0oo0oo0ooooog 1.5mo
1.ngloOpg/l00ODO0O2378 OO0O000O0OO0 5mix 1
TCODOOOOOO0000000 010000000 somx 1 0000 3000000/100000
2.000000000023,78T O0OOOA 5mex 1 "
CODO 000000000 000 B 5mix 1 180'0005/105555
3. ElAD0D00D00000onoO Oooooo 5mix 1
a0 0 TricbDO OO 2000 % 1 532-48211 100000 180,000 O
SHEe / B o 5 B ¥ 4 B8 & BB o TR \
vobboobbmbbbbuy 0000000000000 0000000O0OoOo
opoood 0000000000000 00000000000ooo
000000 000000000 7U—-51+v)L 0120-052-099
00D000000000000000 2U—77vo2Z 0120-052-806
00000000000mMmoooon
ooooooooooooooooon 0000000000000 000000D00300 17000000000000000000O00O0O
oooon goDoooooOom
00000000 ooooon E-mail 0 00O labchem-tec @ wako-chem.cojd] O O OO
labchem-tect @ wako-chem.co,jid O O O O
\\ dooooooooO http://www.wako-chem.co.jp /
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Chromato Sheet
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000 No. goooooo gooo ood goooomoo
036-17151 Chromato Sheet (20cmx 20cm) oooooooooo 250 10,000

E-mail labchem-tect @ wako-chem.co.jp

U R L http://www.wako-chem.co.jp
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